Appendix I1: 16S rDNA from group specific library from the

environmental samples.

uncultured Demococcus sp. clone 6Crc 16S ribosomal RNA gene, partial sei
Uncultured Deinococcus sp. clone 19Crc 16S nbosoma! RNA gene, partial x
Demococcus aquaticus strain DS27 16S nbosomal RNA gene, partial sequer
Deinococcus radiopugnans ATCC 19172 16S nbosomal RNA, partial sequenc

Deinococcus sp. 34/20 16S nbosomal RNA gene, parbal sequence

Deinococcus sp 5516T-9 16S nbosomal RNA gene, parbal sequence

Deinococcus sp. 1A6 16s nbosomal RNA gene, parbal sequence

Deinococcus sp  1B3 16S nbosomal RNA gene, parbal sequence

uncultured bacterium clone JPL2-78 165 ribosomal RNA gene, partial seque

Deinococcus sp. BE4-4 16S nbosomal RNA gene, parbal sequence >gb|GQ?

Uncultured bactenum clone ncdl436e01cl 16S nbosomal RNA gene, partial 76" 03 »5
Uncultured bactenum clone ncdl435e09cl 16S nbosomal RNA gene, partial A 03 %

LOCUS
2008
DEFINITION

gene,

ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS
TITLE

JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL

FEATURES
source

1107R™
rRNA

ORIGIN

FJ189470 611 bp DNA linear ENV 30-SEP-

Uncultured Deinococcus sp. clone 6Crc 16S ribosomal RNA
partial sequence.
FJ189470
FJ189470.1
ENV.
uncultured Deilnococcus sp.
uncultured Deilnococcus sp.
Bacteria; Deilnococcus-Thermus; Deinococci; Deinococcales
Deinococcaceae; Deinococcus; environmental samples.
1 (bases 1 to 611)

Chaturvedi ,R. and Archana.G.

Development of a heminested polymerase chain reaction
protocol for the detection of Deioncoccus species from
environmental samples

Unpublished
2 (bases 1 to 611)
Chaturvedi ,R. and Archana.G.
Direct Submission
Submitted (06-SEP-2008) Department of Microbiology and
Biotechnology Centre, The M.S. University of Baroda,
Sayajigunj, Vadodara, Gujarat 390 002, India
Location/Qualifiers
1. .611
/organism=""uncultured Deinococcus sp."
/mol_type="‘genomic DNA"
/isolation_source=""chromium contaminated soil"
/db_xref=""taxon:158789"
/clone=""6Crc""
/environmental_sample
/country=""India: Vadodara"
/note=""PCR_primers=fwd_name

G1:206601414

DeinoF, rev_name:
<1..>611

/product=""16S ribosomal RNA™"

1 cgggccagat atagcaccgg gttaattcgt ccagcagccg cggtaatacg gaggggcaag
61 cgttacccgg aatcactggg cgtaaagggc gtgtaggcgg cctgccaagt ctggttttaa

121 agcctgcggc tcaaccgcag —agatggactggagactggta ggctagacct ctggagagag
181 aactggaatt cctggtgtag cggtggaatgcgtagatacc aggaggaaca ccgatggcga
241 aggcaggttc ctggacagaa ggtgacgctgaggcgcgaaa gtgtggggag caaaccggat
301 tagatacccg ggtagtccac accctaaacgatgtacgttg gcctacagca ggatgctgtt
361 gtgggcgaag ctaacgcgat aaacgtaccgcctgggaagt acggccgcaa ggttgaaact
421 caaaggaatt gacgggggcc cgcacaagcggtggagcatg tggtttaatt cgaagcaacg
481 cgaagaacct taccaggtct  tgacatcccatgaaccctct gtagtagatc agggggagcc
541 cttcggggag tctatggaga cagtaggtagcatggctgtc gtcagctcgt gtcggagatg
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Uncultured Demococcus sp. clone 19Crc 165 ribosomal RNA gene, partial s<
Deinococcus radiopugnans ATCC 19172 16S ribosomal RNA, partial sequenc
Deinococcus aquaticus strain DS27 16S nbosomal RNA gene, partial sequer
Deinococcus sp. VUG-A62 16S nbosomal RNA gene, partial sequence
Deinococcus sp. R-36711 partial 16S rRNA gene, strain R-36711
Deinococcus marmons partial 16S rRNA gene, strain R-38408

Uncultured Deinococcus sp clone 25Crc 16S nbosomal RNA gene, partial sc
Deinococcus sp. 1A6 16s nbosomal RNA gene, partial sequence
Deinococcus sp. 1B3 16S nbosomal RNA gene, partial sequence

Uncultured bactenum clone JPL2-78 16S ribosomal RNA gene, partial seque
Deinococcus marmons strain AA-63 165 nbosomal RNA, complete sequence
Deinococcus sp. AA69 16S rRNA gene, strain AA69

LOCUS FJ222448 794 bp DNA linear ENV 05-0CT-2008

DEFINITION Uncultured Deinococcus sp. clone 19Crc 16S ribosomal RNA

gene, partial sequence.

ACCESSION FJ222448

VERSION FJ222448.1 GI1:207298848

KEYWORDS ENV.

SOURCE uncultured Deinococcus sp.

ORGANISM uncultured Deinococcus sp.
Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales
Deinococcaceae; Deinococcus; environmental samples.

REFERENCE 1 (bases 1 to 794)

AUTHORS Chaturvedi ,R. and Archana,G.

TITLE Development of a heminested polymerase chain reaction
protocol for the detection of Deioncoccus species from
environmental samples

JOURNAL Unpubl ished

REFERENCE 2 (bases 1 to 794)

AUTHORS Chaturvedi,R. and Archana,G.

TITLE Direct Submission

JOURNAL Submitted (10-SEP-2008) Department of Microbiology and

Biotechnology Center, The M.S. University of Baroda,
Sayajigunj,Vadodara, Gujarat 390 002, India
FEATURES Location/Qualifiers
source 1..794
/organism=""uncultured Deinococcus sp."
/mol_type="‘genomic DNA"
/isolation_source="chromium contaminated soil"
/db_xref=""taxon:158789"
/clone="19Crc""
/environmental_sample
/country=""India: Vadodara"
/note="PCR_primers=fwd_name: Deino F, rev_name
1107R™
rRNA <1l. .>794
/product="16S ribosomal RNA"
ORIGIN

1 aggggggccg gaccccgect gaaaggtggc cgtcccaggg catgaaaccg gttcccaccc
61 taeggaggea gcagttagga atcttcccca atgaegaaag tctgagggag cgacgccgct

121

gagggatgaa ggtttcggat

cgtaaacctc

tgaatctggg

acgaaagacc gegaagaged
181 gagatgaegg taccagagta atagcaccgg ctaactccgt gccagcagcc gcggtaatac
241 ggagggtgca agcgttaccc ggaatcactg ggcgtaaagg gcgtgtaggc ggcctgccaa
301 gtctggtttt aaagcctgcg gctcaaccgc agagatggac tggagactgg taggetagae
361 ctctggagag agaactggaa ttcctggtgt agcggtggag tgegtagata ccaggaggaa
421 caccgatggc gaaggcaggt tcttggacag aaggtgacgc tgaggegega aagtgtgggg
481 agcaaaccgg attagatacc cgggtagtcc acaccctaaa cgatgtacgt tggcctacag
541 caggatgctg ttgtgggcga agetaaegeg ataaacgtac cgcctgggaa gtacggccgc
601 aaggttgaaa ctcaaaggaa ttgacggggg cccgcacaag cggtggagca tgtggtttaa
661 ttcgaagcaa cgcgaagaac cttaccaggt cttgacatcc catgaacccc tgagagatca
721  gggggagccc ttcggggagce atggagacag agtgagcatg gctgtcgtca geteggtegg
781 agatgcacac cccc
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Uncultured Deinococcus sp. clone 22Crc 16S ribosomal RNA gene, partial s< A1
Demococcus radiopugnans ATCC 19172 16S nbosomal RNA, partial sequenc
Deinococcus aquabcus strain DS27 16S nbosomal RNA gene, partial sequer ~
Uncultured Deinococcus sp. clone 25Crc 16S ribosomal RNA gene, partial s« il
Deinococcus saxicola strain AA-1444 1oS nbosomal RNA, complete sequenc
Deinococcus marmons parbal 16S rRNA gene, strain R-38408
Deinococcus sp. 5516T-9 16S nbosomal RNA gene, parbal sequence
Deinococcus marmons strain AA-63 16S nbosomal RNA. complete sequence Ui:
Deinococcus sp. AAG9 16S rRNA gene, strain AAG9
Deinococcus sp. VTT E-052909 16S nbosomal RNA gene, complete sequeni ilii
Deinococcus sp. AA752 16S rRNA gene, strain AA752
Deinococcus sp. AA829 16S rRNA gene, strain AA829

LOCUS FJ222449 786 bp DNA linear ENV 05-0CT-2008

DEFINITION Uncultured Deilnococcus sp. clone 22Crc 16S ribosomal RNA
gene, partial sequence.

ACCESSION FJ222449

VERS 10N FJ222449.1 GI1:207298849

KEYWORDS ENV.

SOURCE uncultured Deinococcus sp.

ORGANISM uncultured Deinococcus sp.
Bacteria; Deilnococcus-Thermus; Deinococci; Deinococcales
Deinococcaceae; Deinococcus; environmental samples.

REFERENCE 1 (bases 1 to 786)

AUTHORS Chaturvedi ,R. and Archana.G.

TITLE Development of a heminested polymerase chain reaction
protocol for the detection of Deioncoccus species from
environmental samples

JOURNAL Unpubl ished

REFERENCE 2 (bases 1 to 786)

AUTHORS Chaturvedi ,R. and Archana,G.

TITLE Direct Submission

JOURNAL Submitted (10-SEP-2008) Department of Microbiology and

Biotechnology Center, The M.S. University of Baroda,
Sayajigunj,Vadodara, Gujarat 390 002, India
FEATURES Location/Qualifiers
source 1. .786
/organism=""uncultured Deinococcus sp."
/mol_type="‘genomic DNA"
/isolation_source=""chromium contaminated soil"
/db_xref=""taxon:158789"
/clone=""22Crc"
/environmental_sample
/country=""India: Vadodara"
/note="PCR_primers=fwd_name: Deino F, rev_name
1107R™
rRNA <1..>786
/product=""16S ribosomal RNA"
ORIGIN

1 ctactggtgg ggtaggccca ccaacggcga cgacggatca ccggcctgag agggtggecg
61 gtcacagggg cactgagaca cgggtcccac tcctacggga ggcagcagtt aggaatcttc

121
181
241
301
361
421
481
541
601
661
721
781

cccaatggac
aaacctctga
gcaccggcta
atcactgggc
caaccgcaga
ctggtgtagc
tggacagaag
gtagtccaca
tagcgcgata
acggggcccg
gacatccatg
ctgtcg

gaaagtctga
atctgggacg
actccgtgcc
gtaaagggcg
gatggactgg
ggtggaatgc
gtgacgctga
ccctaaacga
aacgtaccgc
cacagcggtg
accctgaaaa

gggagcgacg
aaagaccgcg
agcagccgcg
tgtaggcggce
agactggtag
gtagatacca
ggcgcgaaag
tgtacgttgg
ctgggaagta
agcatgtgtt
tcaggggtgce

ccgcgtgagg
aagagcggag
gtaatacgga
ctgccaagtc
gctagacctc
ggaggaacac
tgtggggagc
cctacagcag
cggccgcaag
tattcgaagc
cctcgggaac

gatgaaggtt
atgacggtac
gggtgcaagc
tggttttaaa
tggagagaga
cgatggcgaa
aaaccggatt
gatgctgttg
gttgaaactc
aacacgaaga
atggaaacag

ttcggatcgt
cagagtaata
gttacccgga
gcctgeggcet
actggaattc
ggcaggttct
agatacccgg
tgggcgaagc
aaaggaattg
tctacagtct
gtgctgcatg
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Uncultured Demococcus sp. clone 25Crc 16S nbosomal RNA gene, partial s*
Deinococcus radiopugnans ATCC 19172 16S nbosomal RNA, partial sequenc
Demococcus aquaticus strain DS27 16S nbosomal RNA gene, partial sequer
Deinococcus marmoris partial 16S rRNA gene, strain R-38408

Demococcus saxicola strain AA-1444 16S nbosomal RNA, complete sequenc
uncultured Demococcus sp. clone 22Crc 16S nbosomal RNA gene, partial s*
Bactenum EA10-69 16S nbosomal RNA gene, complete sequence
Demococcus sp. VUG-A62 16S nbosomal RNA gene, partial sequence
Deinococcus sp. R-36711 partial 16S rRNA gene, strain R-36711
Deinococcus sp. 5516T-9 16S nbosomal RNA gene, partial sequence
Demococcus marmoris strain AA-63 16S nbosomal RNA, complete sequence

2eiro:<; ¥ ;j; sp

163 'FN4 gere strain A459

LOCUS FJ222450 814 bp DNA linear ENV 05-0CT-2008

DEFINITION Uncultured Deinococcus sp. clone 25Crc 16S ribosomal RNA
gene, partial sequence.

ACCESSION FJ222450

VERSION FJ222450.1 GI1:207298850

KEYWORDS ENV.

SOURCE uncultured Deinococcus sp.

ORGANISM uncultured Deinococcus sp.
Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales
Deinococcaceae; Deinococcus; environmental samples.

REFERENCE 1 (bases 1 to 814)

AUTHORS Chaturvedi,R. and Archana,G.

TITLE Development of a heminested polymerase chain reaction
protocol for the detection of Deioncoccus species from
environmental samples

JOURNAL Unpublished

REFERENCE 2 (bases 1 to 814)

AUTHORS Chaturvedi,R. and Archana,G.

TITLE Direct Submission

JOURNAL Submitted (10-SEP-2008) Department of Microbiology and

Biotechnology Center, The M.S. University of Baroda,
Sayajigunj,Vadodara, Gujarat 390 002, India
FEATURES Location/Qualifiers
source 1..814
/organism=""uncultured Deinococcus sp."
/mol_type=""genomic DNA"
/isolation_source="chromium contaminated soil"
/db_xref="taxon:158789"
/clone="25Crc"
/environmental_sample
/country="India: Vadodara"
/note="PCR_primers=fwd_name: Deino F, rev_name
1107R"
rRNA <1..>814
/product="16S ribosomal RNA"
ORIGIN

1 aatgggtggg gtatggccca ccaaggcgac gaggatcacc ggcctgagag ggtggccggt
61 cacaggggca ctgagacacg ggtcccactc ctacgggagg cagcagttag gaatcttccc

121 caatggacgaaagtctgagg gagcgacgcc gcgtgaggga tgaaggtttt cggatcgtaa
181 acctctgaatctgggacgaa agaccgcgaa gagcggagat gacggtacca gagtaatagc
241 accggctaactccgtgccag cagccgcggt aatacggagg gtgcaagcgt tacccggaat
301 cactgggcgtaaagggcgtg taggcggcct gccaagtctg gttttaaagc ctgcggcetcg
361 accgcagagatggactggag actggtaggc tagacctctg gagagagaac tggaattcct
421 ggtgtagcggtggaatgcgt agataccagg aggaacaccg atggcgaagg caggttcttg
481 gacagaaggtgacgctgagg cgcgaaagtg tggggagcaa accggattaa tacccgggta
541 gtccacaccctaaacgatgt acgttggcct acagcaggat gctgttgtgg gcgaagctaa
601 cgcgataaacgtaccgcctg ggaagtacgg ccgcaaggtt gaaactcaaa ggaattgacg
661 ggggcccgcacaagcggtgg agcatggggt ttaattcgaa gcaacgcgaa aaccttacag
721 gtcttgacatcccatgaacc ctgaaaaaca aggggtgccc ttcggggagc atgaacaggt
781 gctgcatgttgtcgtcaact ctgtcagaat gttg

//

136



Accession Description S’;"’;‘fe —ma— Ciii;ée — value i Links
Deinococcus hopiensis KR-140 strain KR-140 16S nbosomal RNA, part s:7 593b 0.0 91s

NR Die-01 Deinococcus radiodurans strain DSM 20539 16S nbosomal RNA, partia S9R 59*0 0.0 91*»

NR 7. Deinococcus xinjiangensis strain X-82 16S nbosomal RNA, partial seqi 383 59@h 0.0 91®'

nr j : Deinococcus yunweiensis strain YIM 007 16S nbosomal RNA, partial s ill 872 99@h c.0 90®".

NR :-2122 Deinococcus ficus strain CC-FR2-10 16S nbosomal RNA, partial seque 856 953b c.o 90®.

NR 329C0- | Deinococcus indicus strain Wt/la 16S ribosomal RNA, partial sequenc 356 99@b c.0 90s

NC Deinococcus gobiensis 1-0 strain 1-0 16S ribosomal RNA, partial seque 25C 550 99®. c.0 90®.

nr Deinococcus aquablis strain : CCUG 53370 16S nbosomal RNA, partial 35C 853 99 0.0 90®.

Deinococcus sonorensis KR-87 strain KR-87 165 ribosomal RNA, parti« 850 95®. 0.0 90®".

NR 3R3:55 | Deinococcus hohokamensis strain KR-40 16S nbosomal RNA, partial s< 850 598b c.0 90,

Deinococcus deserti VCD 115 strain VCD115 16S nbosomal RNA, partie 850 59% 90*.
850 55@h 0.0 90®'.

LOCUS HQ738631 677 bp DNA linear ENV

09-MAR-2011

DEFINITION Uncultured Deinococcus sp. clone Gl 16S ribosomal RNA
gene, partial sequence.

ACCESSION HQ738631

VERSION HQ738631.1 GIl:325296106

KEYWORDS ENV.

SOURCE uncultured Deinococcus sp.

ORGANISM uncultured Deinococcus sp.

Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales;
Deinococcaceae; Deinococcus; environmental samples.

REFERENCE 1 (bases 1 to 677)

AUTHORS Chaturvedi,R. and Archana,G.

TITLE Development of a heminested polymerase®chain reaction
protocol for the detection of Deinococcus species from
environmental samples

JOURNAL Unpublished
REFERENCE 2 (bases 1 to 677)
AUTHORS Chaturvedi,R. and Archana,G.
TITLE Direct Submission
JOURNAL Submitted (20-DEC-2010) Department of Microbiology and
Biotechnology Centre, M.S. University of Baroda,
Sayajigunj ,
Vadodara, Gujarat 390002, India
FEATURES L ocation/Qualifiers
source 1..677
/organism="uncultured Deinococcus sp."
/mol_type="genomic DNA"
/isolation_source="Greater Rann of Kutch"
/db_xref="taxon:158789"
/clone="GI"
/environmental_sample
/country="India"
/note="PCR_primers=fwd_name: DeinoF, rev_name:
Eubacterial
1107R™
rRNA <1..>677
/product="16S ribosomal RNA"
ORIGIN
aagcgacgcc gcgtgaggga tgaaggttc- cgaatcgtaa accttgaact gacgacgaaa
gaacccttcg gggagatgac ggtagtcggg taatagcacc ggctaactcc gtgccagcag
121 ccgcggtaat acggagggtg caagcgttac ccggaatcac tgggcegtaca gggcegtgtag
181 gcggacactt aagtctggtt ttaaagaccg gggctcaacc ccggaagagg actggatact
241 gggtgtcttg acctctggag aggcaactgg aattcctggt gtageggtgg aatgcgtaga
301 taccaggagg aacaccaatg gcgaaggcag dttgctggac agaaggtgac gctgaggcgce
361 gaaagtgtgg ggagcgaacc ggattagata cccgggtagt ccacacccta aacgatgtac
421 gttggctcat ggcaggatgc tgtcatgggc gaagctaacg cgataaacgt accgcctggg
481 aagtacggcc gcaaggttga aactcaaagg aattgacggg ggcccgcaca agcggtggag
541 catgtggttt aattcgatga tacgcgagga accttaccta ggctagaatg cgcgtgaccg
601 gagcagagat gctccttccc ttcggggcac aaagcaaggt gcggcatgge :gtcgccagce

Max
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Accession

NR

NR
NR
\'4

NR
NR
NR
NR
NR
NR
NR

32f-16

343:53.

1-2--2
p-iib-

D-11R37.

342209.
3-137-3.
2-12-73.

3445-i2

242210.
2422C3.

LOCUS
09-MAR-2 011
DEFINITION Uncultured Deinococcus sp.

661 tcgtgccgtg agggtgc

Description

Deinococcus murrayi DSM 11303 16S ribosomal RNA, partial sequence
Deinococcus aerius strain TR0125 16S ribosomal RNA, partial sequenc
Deinococcus apachensis strain KR-36 16S ribosomal RNA, partial seqt
Deinococcus aquaticus strain PB314 16S ribosomal RNA, partial seque
Deinococcus hopiensis KR-140 strain KR-140 16S nbosomal RNA, part
Deinococcus aquiradiocola strain TDMA-uv53 16S ribosomal RNA, pari
Deinococcus saxicola strain AA-1444 16S ribosomal RNA, complete se
Deinococcus yunweiensis strain YIM 007 16S nbosomal RNA, partial s
Deinococcus caem strain Ho-08 16S ribosomal RNA, partial sequence
Deinococcus xinjiangensis strain X-82 16S ribosomal RNA, partial seqi
Deinococcus marmoris strain AA-63 16S ribosomal RNA, complete seq
Deinococcus fngens strain AA-692 16S ribosomal RNA, complete seqt

Max
score
?'s

1256
w245

1230
1230
1229

1203

Totai
score
1373
1267
1256
1245
1234
1230
1230
1229
1223
1212
1203

coverage

Query

99%'s
99°'»
99°'0
99°a
S90,d
98°0
s9°%
99°0
S900
$9°0
99%

£
— value

0.0

0.0
0.0
0.0
0.0
0.0
0.0
0.0
0.C
0.0

HQ738632 8

gene, partial sequence.

ACCESSION HQ738632
VERSION
KEYWORDS
SOURCE

ORGANISM uncultured Deinococcus sp.

HQ738632.1 GI1:325296107

ENV.
uncultured Deinococcus sp.

Bacteria; Deinococcus-Therm
Deinococcaceae; Deinococcus;

REFERENCE 1 (bases 1 to 839)
AUTHORS
TITLE

JOURNAL
REFERENCE 2 (bases 1 to 839)
AUTHORS Chaturvedi,R. and Archana,G.

Chaturvedi,R. and Archana,G.

39 bp

DNA linear ENV

clone G4 16S ribosomal RNA

us; Deinococci; Deinococcales;
environmental samples.

Development of a heminested polymerase chain reaction
protocol for the detection of Deinococcus species

from environmental samples
Unpublished

TITLE Direct Submission
JOURNAL Submitted (20-DEC-2010) Department of Microbiology and
Biotechnology Centre, M.S. University of Baroda,
Sayajigunj ,
Vadodara, Gujarat 390002, India
FEATURES L ocation/Qualifiers

source 1..839
/organism=""uncultured Deinococcus sp."

/mol_type="genomic

DNA"

/isolation_source="Greater Rann of Kutch"
/db_ xref="taxori: 158789"

/clone="G4"

/environmental_sample

/country="India"

/note="PCR_primers=fwd_name: DeinoF, rev name:

Eubacterial
1107R™
rRNA <1..>839
/product=""16S ribos
ORIGIN
1 ttatgggtgc gtccatcaag ctagatggtg
61 cggctgagaggtggccggtc acaggggcac
121 cagttaggaatcttccccaa tggacgaaag
181 aggttttcggatcgtaaacc tctgaatcag
241  acctgagtaatagcaccggc taactccgtg
301 gcgttacccggaatcactgg gcgtaaaggg
361 aagaccggggctcaaccccg gaagtgggtt
421 gaaccggaattcctggtgta gcggtggaat
481 aaggcaggttcttggacaga aggtgacgct

omal RNA

ggtaaaggct acatggcgac gacggataac

tgagacacgg
tctgagggag

gtccactcta cgggaggcag
cgacgccgceg tgagggatga

ggacgaaaga cgcgtaagcg ggatgacggt

ccagcagccg
cgtgtaggcg

cggtaatacg gagggtgcaa
gtacgctaag tctgacttta

ggatactggc gtgctggacc tctggagaga
gcgtagatac caggaggaac accgatggcg
gaggcgcgaa agtgtgggga gcgaaccgga
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ident

96%

Links

9—9¢
93%
93%
93%
93%
93%
93%
93%
93%
93®0



541
601
661
721
781

ttagataccc
catgggcgaa
tcaaaggaat
gcgaagaacc
tcggggaact

gggtagtcca
gctaacgcga
tgacgggggc
ttaccaggtc
gtgagacagg

caccctaaac
taaacgtacc
ccgcacaagc
ttgacatcca
tgcggcatgg

gatgtacgtt
gcctgggaag
ggtggagcat
cagaaccttc
ctgtcgtcag

ggcttatggc
tacggccgea
gtggtttaat
cagagatggg
ctcgtgtcgt

gggatgccgt
aggttgaaac
tcgaagcaac
agggtgccct
gagatgttg

Uncultured Deinococcus sp. clone G10 16S ribosomal RNA gene, partial seq
D.murrayi 16S rRNA gene, isolate RSG-1.2

Uncultured Deinococcus sp. clone G4 16S nbosomal RNA gene, partial sequ
D.murrayi 16S rRNA gene, isolate RSPS-7a

Deinococcus murrayi DSM 11303 16S ribosomal RNA, partial sequence >eml
Uncultured bactenum clone ncd763f02cl 16S nbosomal RNA gene, partial s
Uncultured bactenum clone ncd762d09cl 16S nbosomal RNA gene, partial-*
Deinococcus sp. TDMA-21 gene for 16S rRNA, partial sequence

Uncultured Deinococcus sp. clone VII-462 16S nbosomal RNA gene, partia
Deinococcus aenus strain TR0125 165 nbosomal RNA, partial sequence >dt
Bactenum EA10-69 16S ribosomal RNA gene, complete sequence
Uncultured bactenum clone GI8-sp-L20 16S ribosomal RNA gene, partial se<
Uncultured Deinococcus sp. clone 1P-1-M0O1 16S ribosomal RNA gene, parti

LOCUS

09-MAR-2011

DEFINITION
gene,

ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS
TITLE

JOURNAL

REFERENCE
AUTHORS
TITLE
JOURNAL

FEATURES

source

Eubacterial

rRNA

ORIGIN

Chaturvedi ,R.

HQ738633 843 bp DNA linear ENV

Uncultured Deinococcus sp. clone G10 16S ribosomal RNA
partial sequence.
HQ738633
HQ738633.1
ENV.
uncultured Deinococcus sp.
uncultured Deinococcus sp.
Bacteria; Deilnococcus-Thermus;
Deinococcaceae; Deinococcus;
1 (bases 1 to 843)
and Archana,G.
Development of a heminested polymerase chain reaction
protocol for the detection of Deinococcus species from
environmental samples
Unpublished
2 (bases 1 to 843)
Chaturvedi ,R. and Archana,G.
Direct Submission
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Location/Qualifiers
1..843
/organism=""uncultured Deinococcus sp."
/mol_type="‘genomic DNA"
/isolation_source="Greater Rann of Kutch"
/db_xref=""taxon:158789""
/clone=""G10"
/environmental_sample
/country=""India"
/note=""PCR_primers=fwd_name

GI1:325296108

Deinococci; Deinococcales
environmental samples.

DeinoF, rev_name:
1107R™

<1..>843

/product=""16S ribosomal RNA™"

1 tgtgttgcgt tccatcaagc tagatggtgg ggtaaaggct accatggcga cgacggataa
61 ccggctgaga gggtggccgg tcacaggggc actgagacac gggtcccact ctacgggagg

121
181
241

cagcagttaggaatcttccc caatggacga aagtctgagg gagcgacgcc gcgtgaggga
tgaaggttttcggatcgtaa acctctgaat cagggacgaa agacgcgtta tgcgggatga
cggtacctgagtaatagcac cggctaactc cgtgccagca gccgcggtaa tacggagggt
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301
361
421
481
541
601
661
721
781
841
//

gcaagcgtta
tttaaagacc
gagagaaccyg
ggcgaaggea
cggattagat
cegteatggg
aaactcaaag
caacgcgaag
cecttegggg
tgc

cceggaatcea
ggggctcaac
gaattcctgg
ggttcttgga
acccgggtag
cgaagctaac
gaattgacgg
aaccttacca
aacttggaga

ctgggcgtaa
cceggaagtg
tgtageggtg
cagaaggtga
teccacacccet
gcgataaacg
gggcccgeac
ggtcttgaca
caggtgetge

agggegtgta
ggttggatac
gaatgcgtag
cgectgaggeg
aaacgatgta
taccgceetgg
aagcggtgga
tceccaagaac
atggctgteg

ggeggtacge
tggcgtgetg
ataccaggag
cgaaagtgtg
cgttggetta
ggagtacgge
gcatgtggtt
ccctgagaga
tecagctegtg

taagtctgac
gacctctgga
gaacaccgat
gggagcgaac
tggcgggatg
cgcaaggttg

 taattcgaag

tcagggggtg
tecgtgagatg
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