
Appendix III: 16S rRNA gene sequence of the radiation 
resistant bacterial isolates.

Demococcus sp. Grk2 16S nbosomal RNA gene, partial sequence 
Demococcus proteolyticus MRP, complete genome
Demococcus proteolyticus MRP 16S nbosomal RNA, partial sequence >emb| 
Demococcus sp. 14 pro 16S nbosomal RNA gene, partial sequence 
Demococcus piscis strain 3ax 16S nbosomal RNA gene, partial sequence 
Demococcus radiophilus strain DSM 20551 16S nbosomal RNA, partial sequ* 
Demococcus sp. IMCC1711 16S nbosomal RNA gene, partial sequence 
Uncultured bacterium clone ncd2806gl2cl 16S ribosomal RNA gene, partial 
Uncultured bacterium clone ncd2095g07cl 16S nbosomal RNA gene, partial 
Uncultured bacterium clone ncd2093g07cl 16S nbosomal RNA gene, partial 
Uncultured bacterium clone ncd2093e08cl 16S ribosomal RNA gene, partial 
Uncultured bacterjm clone ncd2Q64h07cl 15S nbosomal RNA gene, partial

LOCUS HQ738629 1449 bp
2011
DEFINITION Deinococcus sp. Grk2
partialsequence.
ACCESSION HQ738629

HQ738629.1 GI:325296104

DNA

16S

linear

ribosomal

BCT 09-MAR-

RNA gene,

VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS
TITLE

JOURNAL
REFERENCE
AUTHORS
TITLE
JOURNAL

Sayajigunj,

FEATURES
source

Deinococcus sp. Grk2 
Deinococcus sp. Grk2
Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; 
Deinococcaceae; Deinococcus.
1 (bases 1 to 1449)
Chaturvedi,R. and Archana,G.

Development of a heminested polymerase chain 
reactionprotocol for the detection of Deinococcus species 
from environmental samples 
Unpublished
2 (bases 1 to 1449)
Chaturvedi,R. and Archana,G.
Direct Submission

Submitted (20-DEC-2010) Department of Microbiology and
Biotechnology Centre, M.S. University of Baroda,

Vadodara, Gujarat 390002, India 
Location/Qualifiers 
1. . 1449
/organism="Deinococcus sp. Grk2" 
/mol_type="genomic DNA"
/strain="Grk2"
/isolation_source="Greater Rann of Kutch" 
/db_xref="taxon:990956"
/country="India"
/note="PCR_primers=fwd name: Eubacterial 27F,

rev name:
Eubacterial 1541R" 

rRNA <1..>1449
/product="16S ribosomal RNA"

ORIGIN
1 cggggggacg ctggcggcgt gcttagaatg aatgcgaacg ggggcttcgg acccagtggc 
61 gcccgggtga gtaacacgtg actgacctac cccgaagttc tgaataacct ggcgaaagtc 
121 gggctaatac aggatgcgca gtatcgctgt ggcgatacta caaagattta tcgcttcggg
181 atggggttgc gttccatcag ctagttggta gggtaaaggc ctaccaaggc gacgacggat
241 agccggcctg agagggtggc cggcccacag gggcactgag acacgggccc cactcctacg
301 ggaggcagca gttaggaatc ttccacaatg ggcgaaagcc tgatggagcg acgccgcgtg
361 agggatgacg gtcttcggat tgtaaacctc tgaactaggg acgaaagacg cgtaagcggg
421 atgacggtac ctaggtaata gcaccggcta actccgtgcc agcagccgcg gtaatacgga
481 gggtgcgagc gttacccgga atcactgggc gtaaagggcg tgtaggcggc ttgttaagtc
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541 tggttttaaa 
601 tggagaggta 
661 caatggcgaa 
721 gaaccggatt 
781 gatgctgtgt 
841 gttgaaactc 
901 gaagcaacgc 
961 ggtgcccttc 
1021 atgttgggtt 
1081 ggcactctag 
1141 atggtcctta 
1201 ttgtgagagt 
1261 actccatgaa 
1321 gggccttgta 
1381 gccgcaaggc 
1441 aaaggcggc 
//

ggctgaggct caacctcaga aatggactgg atactggcaa gcttgacctc 
actggaattt ctggtgtagc ggtggaatgc gtagatacca gaaggaacac 
ggcaagttac tggacagaag gtgacgctga ggcgcgaaag tgtggggggc 
agatacccgg gtagtccaca ccctaaacga tgtacgttgg tctagcgcag 
tggacgaagc taacgcgata aacgtaccgc ctgggaagta cggccgcaag 
aaaggaattg acgggggccc gcacaagcgg tggagcatgt ggtttaattc 
gaagaacctt accagtcctt gacatgcacg gaacgcgctg gaagcagcgc 
ggggaaccgt gacacaggtg ctgcatggcg tcgtcggctc gtgtcgtgag 
aagtcccgca acgagcgcaa cccttgcctt tagttgccag catttggttg 
agggactgcc tgtgaaagca ggaggaaggc ggggatgacg tctagtcagc 
cggtctgggc tacacacgtg ctacaatggc cggtacaacg cgcagcgaac 
aagcgaatcg ctaaaagccg gcctcagttc agattggagt ctgcaactcg 
gtggaatcgc tagtaatcgt gggtcagcat accgcggtga atacgttccc 
cacaccgccc gtcacaccat gggagtagat tgcagctgaa accgctggga 
tggcttctag gcctgtggtt tatgactggg gtgaagacag tgaacaagaa

Detnococcus sp. Grk4 16S nbosomal RNA gene, partial sequence 
Deinococcus ficus strain cp4502 16S nbosomal RNA gene, partial sequence 
Oeinococcus ficus strain cp02 16S nbosomal RNA gene, partial sequence 
Deinococcus ficus strain CC-FR2-10 16S nbosomal RNA, partial sequence > 
Deinococcus sp. Grk5 16S nbosomal RNA gene, partial sequence 
Deinococcus sp. X2 16S nbosomal RNA gene, complete sequence 
Deinococcus sp. G8 165 nbosomal RNA gene, partial sequence 
Deinococcus mumbaiensis strain CON-1 16S nbosomal RNA gene, partial se- 
Deinococcus sp. NIO-201103 16S nbosomal RNA gene, partial sequence 
Uncultured bactenum clone ncd690c01cl 165 nbosomal RNA gene, partial : 
Deinococcus grandis strain DSM 3963 16S nbosomal RNA, partial sequence 
Deinococcus sp. R14 165 nbosomal RNA gene, partial sequence

LOCUS HQ876598
0 5-MAR-2 011
DEFINITION Deinococcus sp. Grk4

1502 bp DNA linear BCT

16S ribosomal RNA gene, partial
sequence.
ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

REFERENCE
AUTHORS
TITLE

JOURNAL
REFERENCE

AUTHORS
TITLE
JOURNAL

FEATURES

HQ876598
HQ876598.1 GI:324435606

Deinococcus sp. Grk4 
Deinococcus sp. Grk4
Bacteria; Deinococcus-Thermus; Deinococci; Deinococcales; 
Deinococcaceae; Deinococcus.
1 (bases 1 to 1502)

Chaturvedi,R. and Archana,G.
Development of a heminested polymerase chain reaction 

protocol for the detection of Deinococcus species
from environmental samples 

Unpublished
2 (bases 1 to 1502)
Chaturvedi,R. and Archana,G.
Direct Submission
Submitted (09-JAN-2011) Department of Microbiology and 
Biotechnology Centre, The M.S. University of Baroda, 
Sayajigunj, Vadodara, Gujarat 390 001, India 

Location/Qualifiers
source 1..1502

/organism="Deinococcus sp. Grk4" 
/mol_type="genomic DNA"
/strain="Grk4"
/isolation_source="Greater Rann of Kutch" 
/db_xref="taxon:984826"
/country^"India: Gujarat"
/note="PCR_primers=fwd_name: Eubacterial 27F,

rev name:
Eubacterial 1541" 

rRNA <1 . . >1502
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Demococcus sp. Grk5 16S nbosomal RNA gene, partial sequence 
Deinococcus ficus strain cp02 16S nbosomal RNA gene, parbal sequence 
Demococcus ficus strain cp4502 16S nbosomal RNA gene, partial sequence 
Deinococcus ficus strain CC-FR2-10 16S nbosomal RNA, partial sequence > 
Deinococcus sp. Gric4 16S nbosomal RNA gene, partial sequence 
Deinococcus mumbaiensis strain CON-1 16S nbosomal RNA gene, partial se* 
Deinococcus sp. X2 16S nbosomal RNA gene, complete sequence 
Deinococcus sp. G8 16S nbosomal RNA gene, partial sequence 
Deinococcus sp. NIO-201103 16S nbosomal RNA gene, partial sequence 
Uncultured bactenum clone ncd690c01cl 16S nbosomal RNA gene, partial ! 
Deinococcus sp. R14 16S nbosomal RNA gene, partial sequence 
Deinococcus xibetensis 16S nbosomal RNA gene, partial sequence_________

LOCUS

DEFINITION
sequence.
ACCESSION
VERSION
KEYWORDS
SOURCE
ORGANISM

HQ738630 1464 bp DNA linear BCT
0 9-MAR-2 011

Deinococcus sp. Grk5 16S ribosomal RNA gene, partial

HQ738630
HQ738630.1 GI:325296105

REFERENCE 
AUTHORS 

TITLE
protocolfor

the
samples 
JOURNAL 

REFERENCE 
AUTHORS 
TITLE 
JOURNAL

Deinococcus sp. Grk5 
Deinococcus sp. Grk5 
Bacteria; Deinococcus-Thermus; 
Deinococcaceae; Deinococcus.
1 (bases 1 to 1464)
Chaturvedi,R. and Archana,G.

Development of a heminested polymerase

Deinococci; Deinococcales;

chain reaction

detection of Deinococcus species from environmental

Unpublished 
2 (bases 1 to 1464)
Chaturvedi,R. and Archana,G.
Direct Submission
Submitted (20-DEC-2010) Department of Microbiology and 
Biotechnology Centre, M.S. University of Baroda,

Sayajigunj,
Vadodara, Gujarat 390002, India

/product="16S ribosomal RNA"
ORIGIN
1 cgcagatgag agtttgatcc tggctcaggg tgaacgctgg cggcgtgctt aagacatgca 
61 agtcgaacgc agtcttcgga ctgagtggcg cacgggtgag taacacgtaa ctgacctacc 
121 cccaagtcgc ggataactgg ccgaaaggtc agctaatacg tgatgtgatg ccccttttct
181 ggagggtcat taaaggttta ctgcttgggg atggggttgc gttccatcag ctagttggcg
241 gggtaaaggc ccaccaaggc aacgacggat agccggcctg agagggtggc cggccacagg
301 ggcactgaga cacgggtccc actcctacgg gaggcagcag ttaggaatct tccacaatgg
361 gcgaaagcct gatggagcga cgccgcgtga gggatgaagg ttctcggatc gtaaacctct
421 gaatcaggga cgaaagacgc gtaagcggga tgacggtacc tgagtaatag caccggctaa
481 ctccgtgcca gcagccgcgg taatacggag ggtgcaagcg ttacccggaa tcactgggcg
541 taaagggcgt gtaggcggtt atttaagtct ggttttaaag accggggctc aaccaccggg
601 agtggactgg atactggatg acttgacctc tggagaggga actggaattc ctggtgtagc
661 ggtggaatgc gtagatacca ggaggaacac caatggccga aggcaagttc ctggacagaa
721 gtgacgctga ggcgcgaaag tgtggggagc gaacccggat tagatacccg ggtagtccac
781 accctaaacg atgtacgttg gctaaccgca agatgctgtg gtcggcgaag ctaacgcgat
841 aaacgtaccg cctgggaagt acggccgcaa ggttgaaacc caaagaaatt gacgggggcc
901 cgcacaagcg gtggagcatg tggtttaatt cgaagcaacg cgaagaacct taccaggtct
961 tgacatccat ggaactcctg agagatcagg aggtgccctt cggggagcca tgagacaggt
1021 gctgcatggc tgtcgtcagc tcgtgtcgtg agatgttggg ttaagtcccg caacgagcgc
1081 aacccttacc tttagttgtc agcattcggt tggacactct agagggactg cctatgaaag
1141 taggaggaag gcggggatga cgtctagtca gcatggtcct tacgacctgg gctacacacg
1201 tgctacaatg gatgggacaa cgcgctgcca gcctgcgaag gtgcgcgaat cgctgaaacc
1261 catccccagt tcagatcgga gtctgcaact cgactccgtg aagttggaat cgctagtaat
1321 cgcaggtcag catactgcgg tgaatacgtt cccgggcctt gtacacaccg cccgtcacac
1381 catgggagta cgttgcagtt gaaaccgccg ggagccgcaa ggcaggcgtc tagactgtgg
1441 cgcatgactg gggtgaagtc gtaacaaggt aactgtaccg gaaggtgcgg ctggatcacc
1501 aa
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FEATURES
source

re?_name: 
rRNA 

ORIGIN

Location/Qualifiers 
1..1464
/organism="Deinococcus sp. Grk5" 
/mol_type="genomic DNA"
/strain="Grk5"
/±solation_source="Greater Rann of Kutch" 
/db_xref="taxon:990957"
/country="India"
/note="PCR_primers=fwd_name: Eubacterial

Eubacterial 1541R"
<1..>1464
/product="16S rlbosomal RNA"

1 agggtgacgc tggcggcgtg cttagacatg caactcgaac gcagtcttcg gactgagtgg 
61 cgcccgggtg agtaacacgt aactgaccta cccccaagtc gcggataact ggccgaaagg 
121 tcagctaata cgtgatg'tga tgtccccttt ctggggggcc attaaaggtt tactgcttgg 
181 ggatggggtt gcgttccatc agctagttgg cggggtaaag gcccaccaag gcaacgacgg 
241 atagccggcc tgagagggtg gccggccaca ggggcactga gacacgggtc ccactcctac 
301 gggaggcagc agttaggaat cttccacaat gggcgaaagc ctgatggagc gacgccgcgt 
361 gagggatgaa ggttctcgga tcgtaaacct tctgaatcag ggacgaaaga cgcgtaagcg 
421 ggatgacggt acctgagtaa tagcaccggc taactccgtg ccagcagccg cggtaatacg 
481 gagggtgcaa gcgttacccg gaatcactgg gcgtaaaggg cgtgtaggcg gttatttaag 
541 tctggtttta aagaccgggg ctcaaccccg ggagtggact ggatactgga tgacttgacc 
601 tctggagagg gaactggaat tcctggtgta gcggtggaat gcgtagatac caggaggaac 
661 accaatggcg aaggcaagtt cctggacaga aggtgacgct gaggcgcgaa agtgtgggga 
721 gcgaaccggg attagatacc cgggtagtcc acaccctaaa cgatgtacgt tggctaaccg 
781 caggatgctg tggtcggcga agctaacgcg ataaacgtac cgcctgggaa gtacggccgc 
841 aaggttgaaa ctcaaagaaa ttgacggggg cccgcacaag cggtggagca tgtggtttaa 
901 ttcgaagcaa cgcgaagaac cttaccaggt cttgacatcc atggaactcc tgagagatca 
961 ggaggtgccc ttcggggagc catgagacag ggtgcctgga atggggctgt cgtcagctgg 
1021 ttgtcgtgca gatgttgggt taagtcccgc aacgagcgca acccttacct ttagttgtca
1081 gcattcggtt ggacactcta gagggactgc ctatgaaagt aggaggaagg cggggatgac
1141 gtctagtcag catggtcctt acgacctggg ctacacacgt gctacaatgg atgggacaac
1201 gcgctgccag cctgcgaagg tgcgcgaatc gctgaaaccc atccccagtt cagatcggag
1261 tctgcaactc gactccgtga agttggaatc gctagtaatc gcaggtcagc atactgcggt
1321 gaatacgttc ccgggccttg tacacaccgc ccgtcacacc atgggagtac gttgcagttg
1381 aaaccgccgg gagccgcaag gcaggcgtct agactgtggc gcatgactgg ggtgaagtcg
1441 taacaaggta acttacccgg aatt
//

27F,
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